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 M. conceptionense CIP 108544  T AM902957

 M. senegalense NCTC 10956  T AM902954

RW6T

 M. farcinogenes DSM 43637  T AF547830

 M. fortuitum ATCC 6841  T CP014258

 M. houstonense ATCC 49403  T AY458077

 M. neworleansense ATCC 49404T AY458076

 M. brisbanense DSM 44680 T JF491333

 M. montmartrense CIP 110655  T KP696721

 M. peregrinum CIP105382  T AF547865

 M. mageritense CIP 104973 T AF547853

 M. setense CIP 109395  T EU371505

 M. wolinskyi CIP 106348 T AF577890

 M. tuberculosis H37Rv T CP003248
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Supplementary figure S1. Phylogenetic tree based on hsp65 sequences, constructed using the neighbor-joining method bootstrapped 1000 �mes. 
Bootstrap values >50 are given at nodes. Bar, 0.01 substitutions per nucleotide position. 
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 M. farcinogenes NCTC 10955  T AY262742

 M. senegalense CIP 104941  T AY262738

 M. fortuitum DSM 46621T CP014258

 M. conceptionense CIP 108544T AY859695

 M. porcinum CIP 105392  T AY262737

 M. alvei CIP 103464  T HM807430

 M. septicum ATCC 700731  T AY147167
 M. arceuilense CIP 110654T KP 644788

 M. vanbaalenii DSM 7251  T CP000511

 M. mageritense ATCC 700351  T JF706630

 M. wolinskyi ATCC 700010T AY262743

 M. phocaicum CIP 108542T AY859693

 RW6T

 M. tuberculosis H37Rv  T CP003248
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Supplementary figure S2. Phylogenetic tree based on rpoB sequences, constructed using the neighbor-joining method bootstrapped 1000 times. Bootstrap 
values >50 are given at nodes. Bar, 0.02 substitutions per nucleotide position. 
 




